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The cover illustrates combinatorial gene regulation by multiple microRNAs
(microRNA cotargeting).
Kitai et al. BMC Biology 20(1): 248 (2022)
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Original Research Articles
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Discovery 10(6): 836-853 (2020).

Tomofuji Y, Takaba H, Suzuki HI, Benlaribi R, Martinez CDP, Abe Y,
Morishita Y, Okamura T, Taguchi A, Kodama T, Takayanagi H. Chd4
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Immunology 21(8): 892-901 (2020).

Miyashita N, Horie M, Suzuki HI, Saito M, Mikami Y, Okuda K, Boucher
RC, Suzukawa M, Hebisawa A, Saito A, Nagase T. FOXL1 Regulates Lung
Fibroblast Function via Multiple Mechanisms. Am J Respir Cell Mol Biol.
63(6): 831-842 (2020).

LiY, Que L, Fukano K, Koura M, Kitamura K, Zheng X, Kato T, Aly
HH, Watashi K, Tsukuda S, Aizaki H, Watanabe N, Sato Y, Suzuki T,
Suzuki HI, Hosomichi K, Kurachi M, Wakae K, Muramatsu M. MCPIP1
reduces HBV-RNA by targeting its epsilon structure. Sci Rep. 10(1): 20763
(2020).

Miyakawa K, Miyashita N, Horie M, Terasaki Y, Tanaka H, Urushiyama
H, Fukuda K, Okabe Y, Ishii T, Kuwahara N, Suzuki HI, Nagase T, Saito
A. ASCLI regulates super-enhancer-associated miRNAs to define molecular
subtypes of small cell lung cancer. Cancer Science 113(11): 3932-3946
(2022).

Shimamura Y, Furuhashi K, Tanaka A, Karasawa M, Nozaki T, Komatsu
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Tsuboi N, Ishimoto T, Suzuki HI, Maruyama S. Mesenchymal stem cells
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Immunology 23(9): 1330-1341 (2022).
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overlap microRNA cotargeting associated with lupus pathogenesis. BMC
Biology 20(1): 248 (2022).
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Original Research Articles (in press/published after April 2023)
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Kawamata M, Suzuki HI, Kimura R, Suzuki A. Optimization of Cas9
activity through the addition of cytosine extensions to single-guide RNAs.
Nature Biomedical Engineering 7(5): 672-691 (2023).

Suzuki HI. Roles of MicroRNAs in Disease Biology. JMA Journal 6(2): 104-
113 (2023).
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O Suzuki HI. Understanding the nexus of genome complexity and transcription
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O  Suzuki HI. Gene Regulation and Biomolecular Condensates (Symposium)
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O Suzuki HI. Biomolecular Condensates: from Genome Regulation to Disease
Biology (Symposium)
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Dual Labeling System Using CRISPR-Cas9 (Workshop)
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O SRHAPE, #AKPE : Classification and genetic variation of intrinsically disordered
regions (V—72 3 v77)

% 81 Bl A AW FRFMRE (B 20224F9H29H~10A 1 H

O Suzuki HI, Nozawa R. Impacts of phase separation on cancer biology
(Chairperson, Symposium)

O Suzuki HI. Understanding The Molecular Grammar of Biomolecular Condensates
in Cancer Biology (Symposium)

O  Motooka Y, Onimaru K, Suzuki HI, Katabuchi M, Kondoh E, Tashiro H,
Katabuchi H, Toyokuni S. Carcinogenic genome toxicity of environmental factors,
asbestos and talc in ovary (Poster)

O  Onimaru K, Suzuki HI. Impacts of mutations in intrinsically disordered regions on

cancers (Poster)

Scientific Innovation Through Collaborations and Understandings (online) 2022 4F 10
H 298
O $KRIE 7/ MESEREW S ORIH & S ABFE~DISH (FRF5ETH)

The 31th Hot Spring Harbor International Symposium (online) 2022 4E 11 A 16
H~17 H
O Kawamata M, Suzuki HI, Suzuki A. Rational optimization of versatile genome

editing applicability by tuning CRISPR-Cas9 activity (Poster)
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O JIXERHE L JUNKRE  AEREHEIESEIZEET s RAEFAETDE)
Cas9 {EMEDEIEIVIZ LV &7 AREO DR L 2t 2 Rk KL S/ 5 HFiEicon
T 202247 H29H

Kt 57125 5 CIBoG A X 7 RIEWFE S0 75 A (2023 4EEE)

O [MEMERE LT CGERKFREREFRAIER BEERT) BIEKEFIZ
K DBEBIRIEMRE - 7 AAE - [EEMEER 202347 H 3 H

O BEBARRE RO RFER LB E IR R AEWE) A X 7 AR
THEiR EMBEEORRF LT E P27 07 A 202347 H 10 H

O EHEEE - (A ERRFERFEER LR #ieE 2~
T—Vx ) NOITEN T — XN RO T Y 7 2023427 H 14 H

O ¥Rt (ESfEERaRrEtr s 2 —) BiEDO N~ K7 LA 7 : Loss
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O HmFlg+E (KIKKRFERZRE  AmEREresl) 1 a4 2 7 2N
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O B E#F— : LARPI preserves long poly(A)-tailed TOP mRNAs under mTOR inactivation
(%5 5E]) 202141 H 28 H

O  HWALYE : Intrinsically disordered regions and human traits (55 8 [B]) 2021 4£ 4 A 16 H

O /IMAEKES : BIEARIZBIT D A— = o — L RERER B RO (5 12
[F]) 2021410 A 28 H

O  FEE  Yufa KA DNA (eccDNA) (2 X 5 28 A D FEMALE RIS (55 15
[B) 2022 41 H 27 H

O BEH— RNA 74— KRV 7 EF ML HEEFEY A 7 LFE (55 18 [8]) 2022
#4 H 28 H

O WBALDE : REREMFE OB S HEE 7T I VB O e FORB~DOEE (5 21
) 202247 H 21 H

O /IMREKXER : A==z N — LG RADEDEE Ry U — 2712815
%< FE B genome 2 OBEREAVEFDITICANT T (B 25 ) 2022411 H 24 H

O  FEE  Yufa KA BRIR DNA (eccDNA) (2 X 5 28 A D FEMA L REERE (55 28
[F) 202342 H 16 H

O B EH— : RNA BEIC L 2EBEHEROKRERE (55 3118) 202346 H 22 H
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O Kitai et al. BMC Biology 20(1): 248 (2022).

HEBRFTLVAY V=2 202511 A1R Te&gft>=) 7~ h—7 A (SLE)
DIRREIZEA G35 250D~ A 7 v RNA DM A ZEH ~e hEev—TFh
YV ADIEEBWRED ~ A 7 1 RNA OAE IR O L) 2 B~

QLifePro 2022 4 11 H 14 A [T&2HHET Y T~ F—FT ZDJHFREIZ 2 DD~ A
7 1 RNA 7568 < AR A A R — 44 K

O Kawamata et al. Nature Biomedical Engineering 7(5): 672-691 (2023).
HHBRFT VAV U —2 202344 H 11 H 5 AREOHRSLLZ ML
100 500 Emed 28 2 B Bin IR O FERbZ IE 3 5 R HEARA S
IN TN ARG S

PERCHT 2023424 H 11 H 57 M. KE3 00 Of%m £ FETEH
b~ JUMNKZe L)

HARREHE 2023 4F 4 H 11 B 17 AREOHRLEZ LM, 100 FEIC
JUM K78 &

~vA{FTbE=a2—RZ 202344 H 13 H [JuKk7Z &, [CRISPR-Cas9] D4
A fRIT 57 ) DR 2 B3
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